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Acute myeloid leukaemia (AML) is a heterogeneous 
disease including cytogenetic and molecular abnormalities.1,2 

Age, performance status and specific genetic characteristics 
are important in prognosis.3-5 Both directing consolidation 
treatment and having genetic-based treatment targets have 
made genetic results even more important.6 The European 
LeukemiaNet (ELN) 2022 report was published by expanding 
the genetic mutation profile.7 In order to question what this 
update has changed in clinical practice, we reviewed the data 
of patients with acute myeloid leukaemia in whom myeloid 
panel was studied by Next-Generation Sequencing (NGS).

The data of patients who were followed up in our clinic 
due to AML and whose myeloid panel was studied by NGS 
method at the time of diagnosis were analysed. The ELN 
2017 and ELN 2022 risk categories of 10 patients were 
determined.

Among the participants, 30% were female and 70% were 
male. The median age of the participants was 60±18.41 (25-
81) years. According to the ELN2017 AML classification, 
20% of the patients were in the good, 50% in the 
intermediate, 30% in the poor risk group, while according 
to the ELN2022 AML classification, 20% were in the good, 
20% in the intermediate, 60% in the poor risk group. FMS-
like tyrosine kinase 3 (FLT3 -ITD) mutation, which can 
direct the treatment with myeloid panel, was found positive 
in myeloid panel (NGS) in 2 patients who were found 
negative with Polymerase Chain Reaction (PCR) method. 
In addition, EZH2, SF3B1, SRSF2 were found positive in 3 
patients and were included in the poor risk group from the 
intermediate risk group. When the changes in the risk group 
were analysed, it was observed that 30% of the patients had 
a change. No statistically significant difference was found 
between patients with and without changes in risk status 
with the last ELN report in terms of gender, hemogram 
parameters at ECOG diagnosis, response to induction 
regimen and outcome. Targeted agents were added to the 
treatment of patients with myeloid panel reports (Table). 
In addition, allogeneic bone marrow transplantation was 
planned for patients in the high-risk group. A total of 60% 
of our patients are surviving (Figure).

Figure. The relationship between BMI and WCM, BMI and BFP

Table. Genetic risk characteristics of patients and ELN classification

Patient Genetic 
Outcome ELN 2017 ELN2022

Mutations 
detected 

differently 
between tests

1 SRSF2, EZH2 Intermediate Poor
2 SF3B1, SRSF2 Intermediate Poor
3 NPM1 Good Good
4 t(8;21) Good Good

5 FLT3(PCR)*, 
NPM1 Intermediate Intermediate

6 11q23 Poor Poor

7
-10,-12, del(5q), 

FLT3,
U2AF1, ASXL1

Poor FLT3(PCR) 
negative

8 EZH2, FLT3 Intermediate Poor FLT3(PCR) 
negative

9 No feature Intermediate Intermediate IDH1
10 -7 Poor Poor

*Allelic ratio:0.8

ELN 2017 is a generally accepted risk classification.8 The 
extent to which ELN 2022 recommendations will lead to 
changes in clinical practice is exciting. The main difference 
of ELN 2022 risk classification compared to ELN 2017 risk 
classification is the expansion of somatic gene mutation, 
definition of variant allele fraction, and removal of FLT3 
mutation allele burden.6,7 In our study, a change was found in 
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the risk category of 30% of our patients according to the new 
risk classification. In addition, while FLT3 was found negative 
by PCR in 2 patients, it was found positive by myeloid next 
generation sequencing panel. Again, thanks to this panel, 
IDH mutation, which is another targeted treatment chance, 
was detected. 

We suggest that genetic risk analyses should be performed 
with as large a panel and different analysis methods as 
possible and these tests should be combined and evaluated.
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